Various derivatives of thiophenes 1,2 and Schiff bases 3,4 were reported to exhibit interesting biological activities like antitubercular, bacteriostatic and antifungal activities. These observations stimulated us with a presumption that Schiff bases of thiophene would produce new compounds of better antibacterial activity. Various derivatives of thiophenes were reported 5 to possess analgesic and antiinflammatory activities. These observations prompted us to synthesise some new thiophene-containing compounds for analgesic and antiinflammatory activities. In view of the above, the title compound was synthesized and taken for molecular structure studies. A schematic diagram of molecule is shown in Fig. 1 .
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A single crystal of dimensions 0.2 × 0.3 × 0.2 mm was chosen for X-ray diffraction studies. The measurements were made on a DIPLabo Imaging Plate system with graphite monochromated radiation (Mo Kα). Thirty six frames of data were collected by using an oscillation method. Successive frames were scanned in steps of 5˚/min with an oscillation range of 5˚. Image processing and data reduction were done by using Denzo. The structure was solved by direct methods. All the non-hydrogen atoms were revealed in the first map. Full-matrix least-squares refinement based on 3035 observed reflections (I > 2σ(I)) with isotropic temperature factors for all the atoms converged residual to R = 0.0897. The hydrogen atoms were placed at calculated positions and were not rened. Refinement of nonhydrogen atoms with anisotropic thermal parameters was started at this stage. After ten cycles of refinement, the residuals saturated at R = 0:0483. The details of crystal data and refinement are given in Table 1 .
The final positional coordinates with equivalent isotropic temperature factors for all non-hydrogen atoms are given in Table 2 . Table 3 gives the bond distances and angles of nonhydrogen atoms, respectively. The bond lengths and angles are in good agreement with their standard values. Fig. 2 ORTEP of the molecule at 50% probability. 
